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<210> 1 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA strand referred to as Guide Sequence 

<400> 1 

aaaaaaaaaa aaaaaaaaaa catgaattcc aaaaaaaaaa aaaaaaaaaa 50 



<210> 2 

<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA strand referred to as Match Sequence 

<400> 2 

ggaattcatg 10 



<210> 3 

<211> 10 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic DNA strand referred to as MMl Sequence 



<400> 3 
ggacttcatg 
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<210> 4 

<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA strand referred to as MM2 Sequence 

<400> 4 
ggacatcatg 

<210> 5 

<211> 10 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic DNA strand referred to as MM3 Sequence 

<400> 5 
ggacaacatg 



<210> 6 

<211> 10 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA strand referred to as Control Sequence 

<400> 6 
gtacttaagg 



